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<210> 1 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic beta- casein forward primer 



<210> 2 

<211> 26 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic beta- casein reverse primer 

<400> 2 

gctggaccag agactgagga aggtgc 26 



<210> 3 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic Wap forward primer 



<400> 1 

atgaaggtct tcatcctcgc ctgcc 



25 



<400> 3 

tagcagcaga ttgaaagcat tatg 



24 



<210> 4 
<211> 20 



1 



<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic Wap reverse primer 

<400> 4 

gacaccggta ccatgcgttg 20 

<210> 5 

<211> 35 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic forward primer for generating LM04 

<400> 5 

cgcggatccc cggctccctc tcctggaagc gctgc 35 



<210> 6 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic reverse primer for generating LM04 

<400> 6 

cgcggatcct cagcagacct tctggtctgc cag 3 3 



<210> 7 

<211> 30 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic forward primer for amplifying the first LIM 
domain of LM04 

<400> 7 

cgcggatcct gaatccgggc agcagctcgc 30 



<210> 8 

<211> 36 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic reverse primer for amplifying the first LIM 
domain of LM04 

<400> 8 

cgcggatcct cacccaaata acctaatgta gtcatt 3 6 



2 



9 

34 
DNA 

Artificial sequence 



synthetic forward primer for amplifying the second LIM 
' domain of LM04 

<400> 9 

cgcggatccg gttatttggg aatagcggtg cttg 



<210> 10 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic reverse primer for amplifying the second LIM 
domain of LM04 

<400> 10 

cgcggatcct cagcagacct tctggtctgc cag 



<210> 
<211> 
<212> 
<213> 

<220> 
<223> 



